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ABSTRACT: Water contamination by pathogenic bacteria is a major
public health concern globally. Monitoring bacterial contamination in
water is critically important to protect human health, but this remains a
critical challenge. Engineered whole-cell biosensors created through
synthetic biology hold great promise for rapid and cost-effective
detection of waterborne pathogens. In this study, we created a novel
whole-cell biosensor to detect water contamination by Pseudomonas
aeruginosa and Burkholderia pseudomallei, which are two critical
bacterial pathogens and are recognized as common causative agents
for waterborne diseases. The biosensor detects the target bacterial
pathogens by responding to the relevant quorum sensing signal
molecules. Particularly, this study constructed and characterized the
biosensor on the basis of the QscR quorum sensing signal system for
the first time. We first designed and constructed a QscR on the basis of the sensing module in the E. coli host cell and integrated the
QscR sensing module with a reporting module that expressed an enhanced green fluorescent protein (EGFP). The results
demonstrated that the biosensor had high sensitivity in response to the quorum sensing signals of the target bacterial pathogens. We
further engineered a biosensor that expressed a red pigment lycopene in the reporting module to produce a visible signal readout for
the pathogen detection. Additionally, we investigated the feasibility of a paper-based assay by immobilizing the lycopene-based
whole-cell biosensor on paper with the aim to build a prototype for developing portable detection devices. The biosensor would
provide a simple and inexpensive alternative for timely and point-of-care detection of water contamination and protect human
health.
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■ INTRODUCTION

Monitoring microbial contamination in water is becoming
vitally important to inform consumers about water safety,
identify source water problems, and facilitate decision-making to
minimize human health risks. Around 10% of the world’s total
disease burden is attributable to unsafe potable water,1 and
global surveillance of waterborne pathogens that cause
infectious diseases is of urgent need to protect human health.
Early and point-of-care detection of bacterial pathogen
contamination in water allows prompt disinfection, efficient
control, and treatment of infection, but this remains a critical
challenge.2−4 Conventional detection methods based on
culturing and staining are inherently time-consuming and
labor intensive and do not provide timely results for monitoring
contamination.5 The advanced molecular approaches, such as
nucleic acid-based and antibody-based assays, could achieve a
relatively fast detection of target pathogens with high sensitivity.
However, the molecular methods usually require sample
preprocessing, specialized equipment, expensive reagents, and
trained technical personnel, which prevents wide implementa-
tion of these alternatives especially in resource-limited

settings.6,7 Therefore, it is critically important to develop an
affordable, easy-to-use, and rapid assay alternative for monitor-
ing pathogen contamination in susceptible water systems.
With recent advances in synthetic biology, engineered whole-

cell biosensors have emerged as a new platform for various
environmental and biomedical applications, and they hold
promise to provide novel diagnostic devices for easily deployed
point-of-care testing.8−10 Whole-cell biosensors use microbial
cells as the receptor and transducer to respond to the presence of
chemicals or physiological stresses and produce detectable
output signals. The cells are typically genetically engineered and
are composed of a sensing module and a reporting module,
which allows for detection, recording, and quantification of the
target analyte.11,12 The main advantages that whole-cell
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microbial biosensors have over chemical or physical analytical
techniques are low cost, portability, and environmental
compatibility. Microorganisms can grow rapidly in relatively
inexpensive media and produce necessary biological elements
(e.g., transcriptional factors for sensing modules, signal
molecules for reporting modules), leading to low reagent
costs. Moreover, unlike the conventional detection methods
requiring large and complex analytical instruments (e.g.,
chromatograph), whole-cell biosensors can detect a bioavailable
substance directly from the environment or organisms,
providing a point-of-care detection method. Direct detection
of the target analytes without complex sample preparation is also
an advantage of whole-cell biosensors compared to cell-free
biosensors. Several cell-free biosensors have been recently
developed with high specificity, flexibility, and short reaction
time for bacteria detection. However, these systems often
require sample preparation and expensive cell-free expression.
For example, a cell-free biosensor for P. aeruginosa detection
created by Wen et al. required bacteria cell extraction from
infected respiratory samples and relied on an expensive
Escherichia coli cell-free expression system from commercial
vendors.13 In another example, the cell-free sensor for analyzing
gut microbiota and disease associated host biomarkers
developed by Takahashi et al. required RNA extraction from
samples and an isothermal RNA amplification step.14 Recent
research efforts have demonstrated the successful construction
of whole-cell biosensors by using synthetic biology approaches
for applications including environmental pollutant detec-
tion,15−17 disease treatment,18 and the production of biomedical
commodities.19 Various engineered whole-cell biosensing
systems have been developed on the basis of diverse quorum
sensing systems in nature, including the agr,20 ahl,21 cep,22

cin,23,24 cqs-lux,25,26 cvi,27 esa,28 fsr,29 las,30 lux,31 phz,32 rhl,33

rpa,34 and tra quorum sensing systems.35 For example, Holowko
et al.25 engineered an E. coli biosensor to detect and kill Vibrio
cholerae based on a cholera autoinducer-1 (CAI-1) and the cqs-
lux system, which could be potentially used for preventing and
treating cholera disease.26 Lubkowicz et al. created a biosensor
to detect Staphylococcus aureus through engineering Lactoba-
cillus reuteriwith the agr system to sense autoinducer peptide-I, a
quorum sensing molecule produced by Staphylococcus sp. during
pathogenesis.20 Noticeably, the previous studies have been
primarily focused on biomedical applications while the potential
of whole-cell biosensors for environmental applications, such as
detecting waterborne pathogens, has been underexplored.
In this study, we created a novel whole-cell biosensor to detect

water contamination by the pathogenic bacteria Pseudomonas
aeruginosa and Burkholderia pseudomallei. P. aeruginosa and
B. pseudomallei are two critical bacterial pathogens in
contaminated water and have been recognized as common
causative agents for waterborne diseases.36−38 P. aeruginosa is an
opportunistic human pathogen and has emerged as an important
cause of various infectious diseases worldwide.39 The pathogen
caused an estimated 32,600 infections among hospitalized
patients and 2,700 deaths in the United States in 2017.39,40

P. aeruginosa is capable of colonizing a wide variety of aquatic
environments including wet and moist niches in man-made
water distribution systems. It is more likely to exist as a biofilm
than in planktonic form in water systems, and its biofilms are
commonly found in plumbing fixtures.41,39 For example,
P. aeruginosa was recovered by cultivation from drain biofilm
swabs in 16 of 28 faucets (57%), while it was detected in the
water phase in only 2 of 28 faucets (7%) during a post-outbreak

investigation of Pseudomonas aeruginosa faucet contamination.42

Microorganisms in biofilms are problematic as they are resistant
to disinfection and environmental stress. Bacterial pathogens
can be released from the biofilm as a result of physical
disturbance or active detachment to bulk water, which poses a
threat to human health.43 Because of the dominant biofilm
colonization, faucets, sinks, shower drains, drinking water
fountains, and connection plumbing are recognized as the
main reservoirs for P. aeruginosa, and the common route of
infection is exposure to contaminated water including drinking,
showering, and contact with objects rinsed with contaminated
tap water.44−47 For example, it has been found that up to 42% of
P. aeruginosa that caused invasive infections in intensive care
units (ICUs) originated from water,48 and the bacteria were also
the principal source of folliculitis and ear infections, for which
over 80% of the cases were potable water derived.49−51 As for
B. pseudomallei, it is a highly pathogenic bacterium that causes an
estimated 165,000 cases of melioidosis per year worldwide and is
also classified as a biothreat agent.52,53 Similar to P. aeruginosa,
B. pseudomallei is often found in water systems, and a number of
melioidosis cases were linked to a contaminated water supply.54

However, it is currently difficult to detect P. aeruginosa and
B. pseudomallei in water samples in a timely and routine manner,
as conventional laboratory methods are time-consuming and
expensive. Therefore, the whole-cell biosensor developed in this
study aimed to address the above-mentioned challenges by
providing a new approach for timely and point-of-care detection
of the bacterial pathogen contamination in water.
The biosensor in this study detects the target bacterial

pathogens by responding to the relevant quorum-sensing
molecules. Particularly, this study demonstrated for the first
time the construction of a whole-cell biosensor based on the
QscR quorum sensing system originally found in P. aeruginosa.
Quorum sensing is a process of cell−cell communication that
allows bacteria to detect and respond to cell population density
by gene regulation.55 P. aeruginosa employs N-acylhomoserine
lactone (AHL) as their command language to coordinate
population behavior during invasion and colonization.56 There
is a complete quorum sensing regulatory circuit LasI−LasR in
P. aeruginosa. The LasI synthase constitutively produces the
signal molecule N-3-oxododecanoyl-homoserine lactone
(3OC12-HSL), which binds the transcriptional regulator LasR
and the resultant LasR−3OC12-HSL complex activates gene
transcription.57 Several biosensors based on the LasI−LasR
system have been developed for specific detection of N-
dodecanoyl-homoserine lactone (C12-HSL), N-tetradecanoyl-
homoserine lactone (C14-HSL), and their 3-oxo deriva-
tives.13,30,33,58,59 Struss et al. created a paper strip biosensor
based on the LasR system to detect C12-HSL at a concentration
down to 1.0 × 10−8 M,30 and Kumari et al. used a whole-cell
LasR biosensing system to detect C12-HSL and C14-HSL in
saliva and stool samples with a detection limit of 1.0× 10−9 M.33

However, the LasR biosensors do not detect any 3-hydroxy
AHLs.58,59 Besides the LasI−LasR system, QscR is a LasR
homologue for which there is no cognate AHL synthase. As a
transcriptional activator, QscR regulates the expression of target
genes when it binds to the LasI−LasR cognate signal molecule
3OC12-HSL. QscR responds to 3OC12-HSL in almost exactly
the same way as LasR, but QscR can also respond to 3-hydroxy
AHL.60,61 The ability of QscR to respond to 3-hydroxy AHL is
advantageous for creating biosensors for water contamination
monitoring, because some waterborne bacterial pathogens
produce 3-hydroxy AHLs as the main quorum sensing signals.
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For example, the bacterial pathogen B. pseudomallei has been
found to produce N-3-hydroxydecanoyl HSL (3OHC10-HSL)
as one of the main signal molecules.62 Therefore, by exploring
the function of the QscR quorum-sensing system, we designed
and engineered a whole-cell biosensor to detect the bacterial
pathogens.
Specifically, this paper discusses the results of the construction

and characterization of a QscR-based sensing module in an
E. coli host cell coupled to two types of readouts, green
fluorescence signal and red color visible signal, respectively
(Figure 1). We first integrated the QscR sensing module and the
reporting module that expressed an enhanced green fluorescent
protein (EGFP). The results demonstrated that the biosensor
had high sensitivity in response to the quorum-sensing
molecules of the target bacterial pathogens. We further
engineered a biosensor that expressed a red pigment lycopene

in the reporting module to produce a visible signal readout for
the pathogen detection. Additionally, we investigated the
feasibility of a paper-based assay by immobilizing the whole-
cell biosensor on paper with the aim to build a prototype of
portable detection devices. We envision that the biosensor will
provide a simple and inexpensive alternative for timely detection
of the bacterial pathogens in water systems, enabling point-of-
care monitoring of water contamination to protect human
health.

■ RESULTS AND DISCUSSION

Construction of a Functional Biosensor with Green
Fluorescence Readout. As shown in Figure 1, the engineered
biosensor is composed of two modules: the sensing module and
reporting module. The sensing module expresses the tran-
scription factor QscR, which can bind to the AHLmolecules that

Figure 1. Schematic of engineered whole-cell biosensor containing the QscR sensing module coupled with enhanced green fluorescence protein
(EGFP) reporting module (A) or lycopene reporting module (B). Abbreviations used are as follows: QscR, a transcriptional activator protein from
P. aeruginosa; AHLs,N-acylhomoserine lactone; CrtE, geranylgeranyl pyrophosphate synthase; CrtB, phytoene synthase; CrtI, lycopene synthase; Ipi,
isopentenyl pyrophosphate isomerase; IPP, isopentenyl pyrophosphate; DMAPP, dimethylallyl pyrophosphate, FPP, farnesyl diphosphate; GGPP,
geranylgeranyl pyrophosphate.
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are secreted from P. aeruginosa and B. pseudomallei. Then, the
formation of QscR−AHL complex can bind to an inducible
promoter, which leads to the activation of the reporting module.
As for the reporting module, we first designed a green
fluorescent protein-based system, in which the expression of
EGFP would be induced by the QscR−AHL complex. The
highly efficient expression and easy detection of the green
fluorescence signal could facilitate the characterization and
optimization of the biosensor system. The key transcription
factor QscR was expressed under the control of the constitutive
T7 promoter in the plasmid pET23b(+) (Figure S1). A PA1897
promoter was used as the inducible promoter to control the
expression of EGFP. The PA1897 is adjacent to qscR on the
P. aeruginosa genome and was reported to be a promoter region
activated by the QscR−AHL complex.60,63 The successful
expression of QscR with the His-tag was confirmed by Western
blotting, which showed a band at∼25 kDa, corresponding to the
reported molecular weight of the QscRmonomer (Figure S2).64

Three synthetic AHLs (i.e., 3OC12-HSL, C10-HSL, and
3OHC10-HSL) were used to determine the functionality of
the engineered biosensor by measuring the green fluorescence
signal in response to the presence of these AHLs, respectively.
3OC12-HSL is the cognate AHL produced by P. aeruginosawhile
C10-HSL and 3OHC10-HSL are the AHLs produced by
B. pseudomallei. As reported in previous studies, 3OC12-HSL,
C10-HSL, and 3OHC10-HSL are the AHLs that interact with
QscR and activate the response of the target genes.61,65 In the
presence of the synthetic AHL molecules, the engineered
biosensor cells produced strong green fluorescence signals, while
in the control condition without the AHL molecules, there was
no green fluorescence signal observed (Figure 2). The results
demonstrated that the engineered QscR sensing module was
functional when coupled with the EGFP reporting module.

Specificity and Sensitivity of the Engineered Bio-
sensor. For on-site pathogen surveillance in water systems, it is
important that the biosensor can detect the target AHL
molecules at environmentally relevant concentrations with
minimal cross-activation by AHLs from different bacterial
species. To characterize the specificity of the engineered
biosensor toward the target AHL molecules produced from
P. aeruginosa and B. pseudomallei, we quantified the generation of
EGFP fluorescence signal in the presence of different AHL
molecules. Besides the AHLs (3OC12-HSL, C10-HSL, and

3OHC10-HSL) produced from P. aeruginosa and B. pseudomallei,
three additional AHL molecules, N-3-hydroxy-octanoyl homo-
serine lactone (3OHC8-HSL), N-octanoyl homoserine lactone
(C8-HSL), andN-octanoyl homoserine lactone (C6-HSL), were
included in the batch experiments. The AHL molecule 3OHC8-
HSL was chosen because it is the most common quorum-
sensing molecule for regulating the biofilm formation of
Pseudomonas spp. except P. aeruginosa, which does not produce
hydroxyl-HSL such as 3OHC8-HSL.

66−68 C8-HSL and C6-HSL
are the AHLs produced by Burkholderia cenocepacia, which was
found to not only inhabit the same environmental niches as
P. aeruginosa but also form mixed biofilms with P. aeruginosa in
the lungs of cystic fibrosis patients.22,69 As shown in Figure 3, the

biosensor had the highest EGFP production rate in the presence
of 3OC12-HSL at the concentrations of 1.0 × 10−8 and 1.0 ×
10−7 M, suggesting that the biosensor had a strong response to
the cognate AHL from P. aeruginosa. The EGFP production
rates induced by C10-HSL and 3OHC10-HSL were also
substantial at both concentrations and were significantly higher
than that induced by C8-HSL, 3OHC8-HSL, C6-HSL, or the
negative control (P ≤ 0.05, Table S1). In addition, EGFP
production (RFU/OD) of the biosensors induced by 3OC12-
HSL, C10-HSL, or 3OHC10-HSL increased quickly after the
addition of AHLs, which was 2−3-fold higher than that of
negative control within 3 h (Figures S3 and S4). The results
showed that the engineered QscR sensing module had a
preferential interaction with 3OC12-HSL, C10-HSL, and
3OHC10-HSL over the other AHLs, suggesting that the
biosensor could target P. aeruginosa and B. pseudomallei
specifically.
We then characterized the sensitivity of the engineered

biosensor by quantifying the EGFP production rates in response
to a range of concentrations of 3OC12-HSL, C10-HSL, and
3OHC10-HSL, respectively. As shown in Figure 4, the EGFP
production rates started to increase when the concentration of
3OC12-HSL, C10-HSL, or 3OHC10-HSL increased beyond 1.0×
10−9 M, and the EGFP production peaked at a steady rate when
3OC12-HSL, C10-HSL, and 3OHC10-HSL reached 1.0 × 10−7,
5.0 × 10−7, and 1.0 × 10−7 M, respectively. An empirical

Figure 2. Fluorescence microscope photographs of the biosensor cells
incubated with the synthetic AHL molecules 3OC12-HSL, C10-HSL,
and 3OHC10-HSL, respectively. Incubation without the addition of the
AHLs was used as the negative control. The bright-field images showed
the cell morphology of the biosensor cells, and the fluorescence images
showed green fluorescence signals emitted from the cells. Scale bar: 5
μm.

Figure 3. Response of the biosensor toward six synthetic AHLs. The
biosensor with green fluorescence readout was induced in the presence
of each AHL at 1.0 × 10−7 and 1.0 × 10−8 M for 3 h, and the EGFP
production rates were quantified. The biosensor without synthetic AHL
molecules was used as the negative control. Student’s t tests between
each AHL and the negative control were performed, and statistically
significant differences are indicated as follows: **P ≤ 0.0001, *P ≤
0.005, and #P > 0.1. The results are the means of triplicate experiments;
error bars indicate standard deviations.
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mathematical model, Hill equation, was used to provide a
quantitative description of the relationship between the EGFP
production rate and AHLmolecule concentration. The resulting
best fit models provided EC50 values, which represent the
concentration of AHL compounds required for half-maximal
activation of the biosensor. The Hill equation showed that the
biosensor was highly sensitive to the AHLs with EC50 values as
low as 5.91 × 10−9 M for 3OC12-HSL, 1.22 × 10−8 M for C10-
HSL, and 9.69 × 10−9 M for 3OHC10-HSL. As reported in the
literature, the concentration of 3OC12-HSL detected in the
effluent from the P. aeruginosa biofilms was 1.4× 10−8 M, and its
concentration within the biofilm was over 600 μM.70 The
concentrations of 3OC12-HSL detected in the supernatant of
planktonic cultures are often estimated to be between 1.0× 10−8

and 5.0 × 10−6 M.57,71 The biosensor had an EC50 value of 5.91
× 10−9 M for 3OC12-HSL, indicating the feasibility of the
biosensor in detecting the target AHL molecule. It was also
noted that the maximum EGFP production rates of the
biosensor for 3OC12-HSL, C10-HSL, and 3OHC10-HSL were

9.26, 8.70, and 5.91 RFU/OD/min, respectively. These results
suggested that the engineered biosensor was most responsive to
the cognate 3OC12-HSL with the lowest EC50 value and the
highest EGFP production rate while it showed a bit lower
sensitivity toward C10-HSL and 3OHC10-HSL.
To evaluate the potential matrix effect of tap water on the

performance of the engineered biosensor, we further charac-
terized the dose−response curves of the biosensor in tap water
samples spiked with 3OC12-HSL, C10-HSL, and 3OHC10-HSL,
respectively. The biosensor maintained EC50 values of 7.634 ×
10−9, 1.469 × 10−8, and 9.927 × 10−9 M for 3OC12-HSL, C10-
HSL, and 3OHC10-HSL, respectively, in the tap water matrix
(Figure S5), which were comparable to the EC50 values obtained
in LB medium. The results suggested that the biosensor was
robust in the real tap water environment.

Detection of the Native AHLs Produced by Bacterial
Pathogens. To determine the ability of the whole-cell
biosensor to detect native AHL molecules produced from
P. aeruginosa and B. pseudomallei in solution, the biosensor cells
were incubated in the filtered culture solution of the bacterial
pathogens. The organism B. pseudomallei is considered a Tier 1
Select agent according to the Centers for Disease Control and
Prevention due to its severe threat to public health and safety.72

Burkholderia thailandensis, a nonpathogenic bacterium closely
related to B. pseudomallei with a homologous quorum sensing
system, is a commonly used surrogate model organism to study
quorum sensing of B. pseudomallei.62,73,74 Therefore, our study
used P. aeruginosa strain PAO1 and B. thailandensis strain
AU13555 to determine the response of the biosensor toward
native AHLs. As observed in the microscope images (Figure
5A), the biosensor cells showed a clear green fluorescence signal
after being incubated in the filtered culture solutions of
P. aeruginosa PAO1 and B. thailandensis AU13555, respectively.
The EGFP production increased drastically upon induction by
the two bacterial culture solutions and reached the plateau
within 5 h, while the negative control did not show significant
EGFP production in 24 h (Figure 5B). The EGFP production
rates for P. aeruginosa and B. thailandensis culture solutions were
6.63 and 4.63 RFU/OD/min, respectively. For the P. aeruginosa
culture solution, the biosensor EGFP production rate was higher
than the half-maximal rate induced by synthetic 3OC12-HSL
(i.e., 4.63 RFU/OD/min), indicating that P. aeruginosa secreted
a substantial amount of 3OC12-HSL in the culture. As for the
B. thailandensis culture solution, the EGFP production rate
could be attributed to the concentration levels of both C10-HSL
and 3OHC10-HSL. In all, the results provided solid evidence that
the whole-cell biosensor was able to detect native AHLs
produced from P. aeruginosa and B. thailandensis.

Construction and Characterization of the Lycopene-
Based Biosensor for a Visible Readout. A visible readout
signal would be advantageous and desirable for efficient on-site
pathogen detection. To this end, we engineered a reporting
module by introducing a lycopene synthesis pathway to replace
the EGFP expression cassette. Lycopene is a naturally occurring
brilliant red pigment synthesized by certain plants and
microorganisms. Using lycopene as a visible readout does not
need any reagent and advanced equipment, which is useful
especially in resource-limited settings. Microbial contamination
in water is a major public health problem in the underdeveloped
areas, but there is a lack of capability to detect water
contamination due to the high cost and technical challenges of
the current detection methods.1,75 A biosensor with visible
readout could provide an affordable, easy-to-use diagnostic tool

Figure 4. EGFP production rate at different concentrations of synthetic
molecules 3OC12-HSL (A), C10-HSL (B), or 3OHC10-HSL (C). The
results are the means of triplicate experiments; error bars indicating
standard deviations are not visible when smaller than the symbol size.
The relationship between the EGFP production rate and the
concentration of the synthetic AHL fits the Hill equation with an R-
squared value above 0.9, as shown in the embedded equations.
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for on-site monitoring and surveillance of waterborne
pathogens. Regarding lycopene production, extensive efforts
have been made in metabolic engineering to optimize lycopene
biosynthesis.76,77 The initial step of lycopene production, which
involves the formation of farnesyl pyrophosphate (FPP) from
the precursor dimethylallyl diphosphate (DMAPP), can occur
through existing pathways in E. coli. Then, the expression of
three exogenous biosynthetic genes (crtE (geranylgeranyl
pyrophosphate synthase), crtB (phytoene synthase), and crtI
(lycopene synthase)) would be sufficient for converting FPP to
lycopene (Figure 1B).77,78 In the present study, we introduced
the lycopene production pathway into the biosensor host strain
by expressing crtE and crtB under the T7 constitutive promoter
in the plasmid pET23b-qscR-EIB (Figure S6) and expressing the
gene crtI under the control of the inducible promoter PA1897
(which is activated by the QscR−AHL complex). An additional
gene ipi encoding the Erwinia herbicola isopentenyl pyrophos-
phate isomerase was introduced to convert available isopentenyl
pyrophosphate (IPP) toDMAPP precursor (Figure 1B) in order
to increase the supply of DMAPP for the enhanced production
of lycopene in E. coli.79

The engineered biosensor cells showed a red color upon
induction by the synthetic AHL compounds 3OC12-HSL, C10-
HSL, and 3OHC10-HSL, respectively (Figure 6A), suggesting
the establishment of a functional lycopene synthesis pathway in

the reporting module. We then quantified the production of the
lycopene signal induced by the synthetic AHLs. A quantitative
absorbance-based method was used to measure lycopene
production per cell (LPC), as detailed in the Supporting
Information. We measured lycopene production induced by 2.0
× 10−9, 5.0 × 10−8, and 1.0 × 10−7 M 3OC12-HSL, C10-HSL, or
3OHC10-HSL, respectively (Figure 6B). The lycopene
production in the whole-cell biosensor reached around 0.3
LPC units in 8 h upon induction by 3OC12-HSL, C10-HSL, or
3OHC10-HSL at 5.0 × 10−8 and 1.0 × 10−7 M, and the lycopene
production showed no obvious difference between the AHL
concentrations of 5.0 × 10−8 and 1.0 × 10−7 M during the
incubation time frame. When induced by 2.0 × 10−9 M of each
synthetic AHL molecule, the biosensor still exhibited a
significant level of lycopene production though the yield was
lower than that induced by higher concentrations of AHLs.
These results demonstrated that the lycopene-based biosensor
could provide a sensitive detection of all three AHLs (3OC12-
HSL, C10-HSL, and 3OHC10-HSL) at concentrations as low as
2.0 × 10−9 M, and the lycopene production could be visible in 8
h of incubation.
We next evaluated the ability of the lycopene-based biosensor

to detect native AHLmolecules produced from the two bacterial
pathogens. The biosensor cells were incubated in a filtered
culture solution from P. aeruginosa and B. thailandensis,
respectively. The lycopene production level increased upon
induction, demonstrating the ability of the biosensor to detect
native AHL molecules secreted from the bacterial pathogens.
Visible red colors in both incubations were observed after 8 h
(Figure 7). It was noted that the lycopene production induced
by the filtered culture solution was relatively low, which was
unexpected on the basis of the performance of the biosensor
with the synthetic AHL in the same time frame. One possible
reason could be that the bacterial culture solutions contained
some compounds that could potentially inhibit lycopene
biosynthesis. Since lycopene biosynthesis required the produc-
tion of three synthesis proteins (i.e., CrtE, CrtB, and CrtI) and
precursors in the E. coli host cell, the inhibitory effect from the
potentially toxic compounds on lycopene production would be
larger than that on the production of the fluorescence signal in
the EGFP-based biosensor. Further study is needed to
determine the effects of the bacterial culture solution on
lycopene synthesis and improve the lycopene production in the
biosensor.

Design of a Point-of-Care Paper-Based Assay. We
attempted to design a simple paper-based assay with the whole-
cell biosensor immobilized in the alginate hydrogel and spotted
on paper. The biosensor cells were cultured in LB medium to an
OD600 of 2.0, and an appropriate amount of cell pellets was
mixed with alginate to generate a 109 cells per hydrogel spot on a
filter paper with a diameter of 5 mm. One paper-based assay
contained a biosensor spot and a negative control spot with
E. coli cells containing the lycopene synthesis pathway as the
reporting module but no QscR sensing module. The detection
was performed by immerging the paper in a 5 mL solution
containing synthetic 3OC12-HSL, C10-HSL, and 3OHC10-HSL,
respectively. A visible coral color was developed in the biosensor
spot after 16 h of incubation with 5.0 × 10−8 M 3OC12-HSL, 1.0
× 10−7 M C10-HSL, and 1.0 × 10−6 M 3OHC10-HSL,
respectively, while the negative control spot showed a yellow
color representing the grown E. coli control cells (Figure S7). It
was noted that the immobilized biosensor did not show a clear
red color when induced with a lower concentration (2.0 × 10−9

Figure 5. (A) Fluorescence microscope images of the biosensors
incubated with a filtered culture solution of P. aeruginosa PAO1 or
B. thailandensis AU13555 at a time point of 5 h. The incubation without
a filtered culture solution was used as the negative control. The bright-
field images showed the cell morphology of the biosensor cells, and the
fluorescence images showed the green fluorescence signals emitted
from the cells. Scale bar: 5 μm. (B) EGFP production rate of the
biosensor in response to the filtered culture solutions. The results are
the means of triplicate experiments; error bars indicating standard
deviations are not visible when smaller than the symbol size.
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M) for all three synthetic AHLs. There might be two possible
reasons: (i) the hydrogel immobilization could have an influence
on themass transfer of the AHLmolecules to the biosensor cells,
leading to a lower yield of lycopene production compared to that
from the suspended biosensor when treated with the same
concentration of AHLs; (ii) the alginate hydrogel itself had a
white color, which might dilute the red color of the lycopene.
The results indicated the feasibility of the paper-based assay, and
future work will focus on improving lycopene yield and
optimizing the immobilization strategy to develop a more
sensitive paper-based assay method.

■ MATERIALS AND METHODS
Strains, Medium, and Chemicals. E. coli strain BL21 (F−

ompT gal dcm lon hsdSB(rB
−mB

−) λ(DE3 [lacI lacUV5-T7p07
ind1 sam7 nin5]) [malB+]K‑12(λ

S)) was obtained from New
England Biolabs (NEB) (Beverly, MA) and was used in this
study as the host organism for the whole-cell biosensor designed
in this study. E. coli TOP10 (Invitrogen) was used for gene
cloning and manipulation. The E. coli cells were regularly grown
in Luria−Bertani (LB) broth (tryptone 10 g/L, yeast extract 5 g/
L, and sodium chloride 10 g/L purchased as premixed media

from BD) at 37 °C, and 100 μg/mL ampicillin and 50 μg/mL
kanamycin were added to the medium when required.
Restriction enzymes, ligase, and molecular reagents for
polymerase chain reaction (PCR) were obtained from NEB.
All other general chemicals and medium components were
supplied by Fisher Scientific (Pittsburgh, PA).

Homoserine Lactone Stock Solutions and Pathogenic
Bacterial Strains.To investigate the response of the whole-cell
biosensor toward the AHL molecules excreted from bacterial
pathogens, both synthetic homoserine lactone signal com-
pounds and opportunistic bacterial pathogens were used in this
study. The synthetic homoserine lactones 3OC12-HSL, C10-
HSL, and 3OHC10-HSL (Cayman Chemical, MI) were
dissolved in dimethyl sulfoxide (DMSO) to make a stock
solution of 10 mM. Pathogenic bacterial strains Pseudomonas
aeruginosa PAO1 and Burkholderia thailandensis AU13555 were
used in this study. The culture supernatant was harvested by
centrifugation when the cells were grown fromOD600 1 toOD600
3 in LB broth at 30 °C and 250 rpm. The supernatant was further
sterilized through filtration with a filter membrane (0.22 μm).

Constructions of Expression Plasmids. Information on
plasmids in this study is summarized in Table S2. To construct

Figure 6. (A) Photographs of the lycopene-producing biosensors incubated with 1.0× 10−7M 3OC12-HSL, C10-HSL, and 3OHC10-HSL, respectively,
for 8 h. The incubation without the addition of synthetic AHLmolecules was used as the negative control. (B) Lycopene production in the biosensor in
response to synthetic AHLmolecules 3OC12-HSL, C10-HSL, and 3OHC10-HSL, respectively, at three different concentrations (1.0× 10−7, 5.0× 10−8,
and 2.0 × 10−9 M). The results are the means of triplicate experiments; error bars indicated standard deviations.
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the QscR expression plasmid, the qscR open reading frame
(ORF) was amplified from the P. aeruginosa PAO1 genome and
cloned into pET23b(+) under a T7 constitutive promoter with a
His6-tag at the C terminus. The resulting plasmid was named
pET23b-qscR. For the biosensor with the fluorescence signal in
the reporting module, the EGFP sequence amplified from
pEGFP-C1 and the QscR−AHL complex binding site and the
PA1897 promoter were cloned into the pUC57kan plasmid,
yielding the plasmid pUC57-egfp. The plasmids pET23b-qscR
and pUC57-egfp were transformed into the E. coli BL21 strain
yielding the whole-cell biosensor with green fluorescence signal.
To construct the whole-cell biosensor with a lycopene
biosynthesis pathway, crtE (geranylgeranyl pyrophosphate
synthase), ipi (isopentenyl pyrophosphate isomerase), and
crtB (phytoene synthase) amplified from pAC-LYC were
subcloned into pET23b-qscR, yielding the plasmid pET23b-
qscR-EIB.80 To couple lycopene production to the activation of
the QscR receptor, crtI (lycopene synthase) amplified from
pAC-LYC and the promoter PA1897 were cloned into
pUC57kan, yielding the plasmid pUC57-crtI. The plasmids
pET23b-qscR-EIB and pUC57-crtI were transformed into the
E. coli BL21 strain forming a biosensor with the red pigment
lycopene as the reporting signal. The lac operon in pUC57kan
was removed to prevent leaky expression. All the primers used in
this study were purchased from Integrated DNA Technologies
(Coralville, IA) and are listed in Table S2.

Western Blot Analysis. Proteins extracted from 1 × 109

cells were resolved by 15% sodium dodecyl sulfate-polyacryla-
mide gel electrophoresis, and the gel was transferred to a
polyvinylidene difluoride membrane. The membrane was
blocked in 5% nonfat milk at room temperature for 1 h,
followed by incubation with anti-His (GenScript, 6G2A9,
1:2000) or anti-GAPDH (Abcam, GA1R, 1:5000) primary
antibody at room temperature for 2 h. The membrane was
washed and probed by antimouse HRP (Abcam, ab6728,
1:10 000) secondary antibody. Signals were developed using
Pierce ECLWestern Blotting Substrate (Thermo Scientific) and
detected by a C400 Bioanalytical Imager (Azure Biosystems).

Characterization of the Biosensor with the EGFP
Reporting Module. Single colonies of the biosensor with the
EGFP reporting module were inoculated into 5 mL of LB broth
with 100 μg/mL ampicillin and 50 μg/mL kanamycin and
incubated overnight in a shaking incubator at 37 °C and 250
rpm. The culture was diluted to an OD600 of ∼0.002 and
incubated further to an OD600 of 0.3 under the same condition.
Cell culture was then transferred into a test tube in triplicate
aliquots for induction with six synthetic AHLs (3OC12-HSL,
C10-HSL, 3OHC10-HSL, C8-HSL, 3OHC8-HSL, and C6-HSL,
respectively) at two concentrations (1.0 × 10−8 and 1.0 × 10−7

M) for a specificity test. The two concentrations of AHLs were
chosen on the basis of (i) the average range of AHL
concentrations in water environments as reported in the

Figure 7. Lycopene production in the biosensors induced by the filtered culture solutions of P. aeruginosa (A) and B. thailandensis (B), respectively, for
8 h. The results are the means of triplicate experiments; error bars indicating standard deviations are not visible when smaller than the symbol size.
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literature (1.0 × 10−8 to 5.0 × 10−6 M for 3OC12-HSL
57,70,71)

and (ii) the results from the dose−response curves for 3OC12-
HSL, C10-HSL, and 3OHC10-HSL, where the EGFP production
rates all stabilized at the concentration level above 1.0 × 10−7 M.
Therefore, we chose 1.0 × 10−8 M as the low concentration and
1.0 × 10−7 M as the high concentration in the specificity test.
Student’s t tests were performed to determine the significant
differences in EGFP production rates of the biosensors induced
by each AHL and the negative control. To examine the
sensitivity of the biosensor, the cell culture was induced by
3OC12-HSL, C10-HSL, and 3OHC10-HSL, respectively, at varied
concentrations (5.0 × 10−10, 1.0 × 10−9, 5.0 × 10−9, 1.0 × 10−8,
5.0× 10−8, 1.0× 10−7, 5.0× 10−7, 1.0× 10−6, 5.0× 10−6, and 1.0
× 10−5 M). All the tubes were incubated at 37 °C and 250 rpm,
and the aliquots of the cultures (300 μL) were withdrawn at
intervals of 30 min for a total experimental time of 3 h. To
analyze the matrix effect, 0.3 mL of actual tap water samples
spiked with 3OC12-HSL, C10-HSL, or 3OHC10-HSL was added
in triplicate to culture tubes containing 2.7 mL of cell culture.
The cells were collected by centrifugation, washed twice with
phosphate buffered saline (PBS) buffer, and suspended in the
PBS buffer to an appropriate cell density for green fluorescence
assay on the microplate reader (BioTek Synergy H1N) with
excitation/emission at 470 nm/510 nm. The EGFP fluorescence
intensity measured by the microplate reader was expressed in
arbitrary units as relative fluorescence units (RFUs). The PBS
buffer was used to determine the background fluorescence
intensity. EGFP production (RFU/OD) was calculated as the
green fluorescence intensity by deducting the background
intensity and then dividing by the OD600 value at each time
point. A relative EGFP production rate was derived as the ratio
of EGFP production to the incubation time (RFU/OD/min).
An empirical mathematical model, the Hill equation (eq 1), was
used to model EGFP production rate (y) as a function of the
initial concentration of the synthetic homoserine lactones (x).

= + [ ]
+ [ ]

y A
B X

C X

n

n n (1)

Four parameters (A, B,C, n) were estimated to obtain the best fit
curve by performing a nonlinear curve fitting using the
experimental results (SigmaPlot 14, Systat Software, Inc., San
Jose, CA). The parameter A is the baseline of EGFP production
rate when the AHL initial concentration is 0M. The parameter B
is the maximum EGFP production rate. The parameter C is also
called EC50, which represents the AHL concentration that can
induce a half-maximal EGFP production rate.
The EGFP production of the biosensor induced by native

AHLs produced from P. aeruginosa or B. thailandensis was
measured as noted below. Briefly, the biosensor cells harvested
at exponential phase were added to the sterile filtrates from
P. aeruginosa or B. thailandensis, and the resultant mixtures were
incubated at 37 °C and 250 rpm. At each predetermined time
interval, aliquots of the samples were withdrawn, and the cells
were collected for EGFP fluorescence measurement by the
microplate reader.
Quantification of Lycopene Production. Single colonies

of biosensor cells were inoculated into 5 mL of LB broth with
100 μg/mL ampicillin and 50 μg/mL kanamycin and incubated
overnight in a shaking incubator at 37 °C and 250 rpm. The
biosensor cells were diluted 1 × 104 times and cultivated in fresh
LB broth to an OD600 of 2.0 for induction with synthetic AHLs
(3OC12-HSL, C10-HSL, or 3OHC10-HSL) or sterile filtrates
from the bacterial culture. Aliquots of the sample were taken at

different time points in the batch experiments, and the cells were
collected for measuring lycopene production levels. To
determine relative lycopene content, a quantitative absorb-
ance-based method was adopted.81,82 In this study, we
determined the sensitive wavelength by obtaining the
absorbance spectrum of lycopene in the engineered E. coli
cells (Figure S8). A detailed description is provided in the
Supporting Information. All measurements were conducted in
triplicates in black 96-well plates with a clear bottom by a
microplate reader (BioTek Synergy H1N).
The lycopene content [lycopene] in the cell suspension is

proportional to the measured optical density of lycopene by
subtracting the scattering component as follows

[ ] ∝ = −lycopene Abs OD OD340 nm 340 nm 340 nm,scat (2)

where Abs340 nm represents the absorbance of lycopene at the
sensitive wavelength of 340 nm and OD340 nm is the measured
optical density at 340 nm. OD340 nm,scat is the scattering
component contributed by the E. coli cell without lycopene at
the wavelength 340 nm. The OD340nm,scat calculated in this study
is based on the experimental measurement of the biosensor cells
without induction by synthetic AHLs or filtered bacterial culture
solutions. Lycopene production per cell was calculated by
normalizing the lycopene content by OD600.

Creation of the Paper-Based Assay. To assemble the
paper-based assay, the biosensor cells were cultivated in LB
medium at room temperature at 200 rpm to anOD600 of 2.0, and
cell pellets were mixed with 2% alginate (Sigma, low viscosity) to
give 109 cells per hydrogel spot on a qualitative filter paper
(VWR, cat. 28130-026) with a diameter of ∼5 mm. The filter
paper with two different spots, a biosensor spot and a negative
control spot (an E. coli cell with an engineered lycopene
synthesis pathway in the reporting module but no QscR sensing
module), was cut into small rectangles (20 mm × 10 mm). To
characterize functionality, the small rectangular paper was
dipped in 5 mL of solutions containing synthetic homoserine
lactones 3OC12-HSL, C10-HSL, and 3OHC10-HSL, respectively,
at various concentrations of 1.0 × 10−6, 1.0 × 10−7, 5.0 × 10−8,
and 2.0 × 10−9 M. The lycopene readout for the paper-based
assay was visually inspected and photographed. All experiments
were performed in triplicates.

Fluorescence Microscope Imaging. The EGFP express-
ing cells were heat fixed on a glass slide and then visualized on an
Eclipse 90i fluorescence microscope (Nikon Instruments Inc.,
Melville, NY). The green fluorescence signal was detected
through a U-MWIB2 mirror unit with a BP460-490 excitation
filter and a DM505 dichroic mirror with a BA510IF emission
filter (Olympus). Images were analyzed with MetaMorph
software (MDS, Inc., Sunnyvale, CA).

■ ASSOCIATED CONTENT
*sı Supporting Information
The Supporting Information is available free of charge at
https://pubs.acs.org/doi/10.1021/acssynbio.0c00491.

Student’s t test for the EFGP production rate of the
biosensor induced by different AHLs (Table S1);
plasmids and primers used in this study (Table S2);
plasmid maps for pET23b-qscR and pUC57-egfp (Figure
S1); successful expression of soluble QscR recombinant
protein shown by Western blotting (Figure S2); response
of the biosensor toward six synthetic AHLs (Figure S3);
time series profiles of the biosensor EGFP production

ACS Synthetic Biology pubs.acs.org/synthbio Research Article

https://dx.doi.org/10.1021/acssynbio.0c00491
ACS Synth. Biol. 2021, 10, 333−344

341

http://pubs.acs.org/doi/suppl/10.1021/acssynbio.0c00491/suppl_file/sb0c00491_si_001.pdf
http://pubs.acs.org/doi/suppl/10.1021/acssynbio.0c00491/suppl_file/sb0c00491_si_001.pdf
https://pubs.acs.org/doi/10.1021/acssynbio.0c00491?goto=supporting-info
pubs.acs.org/synthbio?ref=pdf
https://dx.doi.org/10.1021/acssynbio.0c00491?ref=pdf


induced by 3OC12-HSL, C10-HSL, and 3OHC10-HSL
(Figure S4); EGFP production rate of the biosensors in
tap water samples spiked with different concentrations of
synthetic molecules 3OC12-HSL, C10-HSL, or 3OHC10-
HSL (Figure S5); plasmidmaps of pET23b-qscR-EIB and
pUC57-crtI (Figure S6); paper-based assays to detect
AHL molecules in solution (Figure S7); optical density
spectrum of the lycopene-producing biosensor and
negative control strain and the spectrum of lycopene in
E. coli cells calculated by the optical density of the
lycopene-producing biosensor by subtracting the optical
density of the negative control (Figure S8); determination
of lycopene content by a microplate reader (PDF)

■ AUTHOR INFORMATION

Corresponding Author
Na Wei − Department of Civil and Environmental Engineering
and Earth Sciences, University of Notre Dame, Notre Dame,
Indiana 46556, United States; orcid.org/0000-0003-
2093-3441; Email: nwei@nd.edu

Authors
Ying Wu−Department of Civil and Environmental Engineering
and Earth Sciences, University of Notre Dame, Notre Dame,
Indiana 46556, United States

Chien-Wei Wang − Department of Civil and Environmental
Engineering and Earth Sciences, University of Notre Dame,
Notre Dame, Indiana 46556, United States

Dong Wang − Department of Computer Science and
Engineering, University of Notre Dame, Notre Dame, Indiana
46556, United States

Complete contact information is available at:
https://pubs.acs.org/10.1021/acssynbio.0c00491

Notes
The authors declare no competing financial interest.

■ ACKNOWLEDGMENTS

This work was supported by capital funds from the University of
Notre Dame and China Scholarship Council−The University of
Notre Dame Joint Scholarship Program. The authors thank Prof.
Joshua D. Shrout from the University of Notre Dame and Prof.
John J. LiPuma from the University of Michigan Hospitals-
Michigan Medicine for providing bacterial strains. The analyses
of green fluorescence signal and lycopene production were
conducted by using equipment at the Center for Environmental
Science and Technology (CEST) at the University of Notre
Dame.

■ REFERENCES
(1) World Health Organization (2014) Global Health Observatory
(GHO) data: Mortality and burden of disease from water and sanitation,
WHO, Genova.
(2) Jefferies, J., Cooper, T., Yam, T., and Clarke, S. (2012)
Pseudomonas aeruginosa outbreaks in the neonatal intensive care unit-
a systematic review of risk factors and environmental sources. J. Med.
Microbiol. 61, 1052−1061.
(3) Trautmann, M., Lepper, P. M., and Haller, M. (2005) Ecology of
Pseudomonas aeruginosa in the intensive care unit and the evolving role
of water outlets as a reservoir of the organism. Am. J. Infect. Control 33,
S41−S49.

(4) Williams, M. M., Armbruster, C. R., and Arduino, M. J. (2013)
Plumbing of hospital premises is a reservoir for opportunistically
pathogenic microorganisms: a review. Biofouling 29, 147−162.
(5) de Boer, E., and Beumer, R. R. (1999) Methodology for detection
and typing of foodborne microorganisms. Int. J. Food Microbiol. 50,
119−130.
(6) Spilker, T., Coenye, T., Vandamme, P., and LiPuma, J. J. (2004)
PCR-based assay for differentiation of Pseudomonas aeruginosa from
other Pseudomonas species recovered from cystic fibrosis patients. J.
Clin. Microbiol. 42, 2074−2079.
(7) Fournier, P. E., Drancourt, M., Colson, P., Rolain, J. M., La Scola,
B., and Raoult, D. (2013) Modern clinical microbiology: new
challenges and solutions. Nat. Rev. Microbiol. 11, 574.
(8) Checa, S. K., Zurbriggen, M. D., and Soncini, F. C. (2012)
Bacterial signaling systems as platforms for rational design of new
generations of biosensors. Curr. Opin. Biotechnol. 23, 766−772.
(9) Ahmed, A., Rushworth, J. V., Hirst, N. A., andMillner, P. A. (2014)
Biosensors for whole-cell bacterial detection. Clin. Microbiol. Rev. 27,
631−646.
(10) Chouteau, C., Dzyadevych, S., Durrieu, C., and Chovelon, J. M.
(2005) A bi-enzymatic whole cell conductometric biosensor for heavy
metal ions and pesticides detection in water samples. Biosens.
Bioelectron. 21, 273−281.
(11) Ruder, W. C., Lu, T., and Collins, J. J. (2011) Synthetic biology
moving into the clinic. Science 333, 1248−1252.
(12) Rogers, J. K., Taylor, N. D., and Church, G.M. (2016) Biosensor-
based engineering of biosynthetic pathways. Curr. Opin. Biotechnol. 42,
84−91.
(13) Wen, K. Y., Cameron, L., Chappell, J., Jensen, K., Bell, D. J.,
Kelwick, R., Kopniczky, M., Davies, J. C., Filloux, A., and Freemont, P.
S. (2017) A cell-free biosensor for detecting quorum sensing molecules
in P. aeruginosa-infected respiratory samples. ACS Synth. Biol. 6, 2293−
2301.
(14) Takahashi, M. K., Tan, X., Dy, A. J., Braff, D., Akana, R. T.,
Furuta, Y., Donghia, N., Ananthakrishnan, A., and Collins, J. J. (2018) A
low-cost paper-based synthetic biology platform for analyzing gut
microbiota and host biomarkers. Nat. Commun. 9, 1−12.
(15) Bereza-Malcolm, L. T., Mann, G. L., and Franks, A. E. (2015)
Environmental sensing of heavy metals through whole cell microbial
biosensors: a synthetic biology approach. ACS Synth. Biol. 4, 535−546.
(16) De Las Heras, A., Carreño, C. A., and De Lorenzo, V. (2008)
Stable implantation of orthogonal sensor circuits in Gram-negative
bacteria for environmental release. Environ. Microbiol. 10, 3305−3316.
(17) Zorawski, M., Shaffer, J., Velasquez, E., and Liu, J. M. (2016)
Creating a riboswitch-based whole-cell biosensor for bisphenol A.
FASEB J. 30, 805.3.
(18) Pedraza, E., Karajic,́ A., Raoux, M., Perrier, R., Pirog, A.,
Lebreton, F., Arbault, S., Gaitan, J., Renaud, S., and Kuhn, A. (2015)
Guiding pancreatic beta cells to target electrodes in a whole-cell
biosensor for diabetes. Lab Chip 15, 3880−3890.
(19) Goers, L., Ainsworth, C., Goey, C. H., Kontoravdi, C., Freemont,
P. S., and Polizzi, K. M. (2017) Whole-cell Escherichia coli lactate
biosensor for monitoring mammalian cell cultures during biopharma-
ceutical production. Biotechnol. Bioeng. 114, 1290−1300.
(20) Lubkowicz, D., Ho, C. L., Hwang, I. Y., Yew, W. S., Lee, Y. S., and
Chang, M. W. (2018) Reprogramming probiotic Lactobacillus reuteri
as a biosensor for Staphylococcus aureus derived AIP-I detection. ACS
Synth. Biol. 7, 1229−1237.
(21) Deng, X., Zhuang, G., Ma, A., Yu, Q., and Zhuang, X. (2014)
Construction of a dual fluorescence whole-cell biosensor to detect N-
acyl homoserine lactones. J. Environ. Sci. 26, 415−422.
(22) Riedel, K., Hentzer, M., Geisenberger, O., Huber, B., Steidle, A.,
Wu, H., Høiby, N., Givskov, M., Molin, S., and Eberl, L. (2001) N-
acylhomoserine-lactone-mediated communication between Pseudomo-
nas aeruginosa and Burkholderia cepacia in mixed biofilms.Microbiology
147, 3249−3262.
(23) Chen, Y., Kim, J. K., Hirning, A. J., Josic,́ K., and Bennett, M. R.
(2015) Emergent genetic oscillations in a synthetic microbial
consortium. Science 349, 986−989.

ACS Synthetic Biology pubs.acs.org/synthbio Research Article

https://dx.doi.org/10.1021/acssynbio.0c00491
ACS Synth. Biol. 2021, 10, 333−344

342

http://pubs.acs.org/doi/suppl/10.1021/acssynbio.0c00491/suppl_file/sb0c00491_si_001.pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Na+Wei"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
http://orcid.org/0000-0003-2093-3441
http://orcid.org/0000-0003-2093-3441
mailto:nwei@nd.edu
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Ying+Wu"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Chien-Wei+Wang"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Dong+Wang"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/doi/10.1021/acssynbio.0c00491?ref=pdf
https://dx.doi.org/10.1099/jmm.0.044818-0
https://dx.doi.org/10.1099/jmm.0.044818-0
https://dx.doi.org/10.1016/j.ajic.2005.03.006
https://dx.doi.org/10.1016/j.ajic.2005.03.006
https://dx.doi.org/10.1016/j.ajic.2005.03.006
https://dx.doi.org/10.1080/08927014.2012.757308
https://dx.doi.org/10.1080/08927014.2012.757308
https://dx.doi.org/10.1016/S0168-1605(99)00081-1
https://dx.doi.org/10.1016/S0168-1605(99)00081-1
https://dx.doi.org/10.1128/JCM.42.5.2074-2079.2004
https://dx.doi.org/10.1128/JCM.42.5.2074-2079.2004
https://dx.doi.org/10.1038/nrmicro3068
https://dx.doi.org/10.1038/nrmicro3068
https://dx.doi.org/10.1016/j.copbio.2012.05.003
https://dx.doi.org/10.1016/j.copbio.2012.05.003
https://dx.doi.org/10.1128/CMR.00120-13
https://dx.doi.org/10.1016/j.bios.2004.09.032
https://dx.doi.org/10.1016/j.bios.2004.09.032
https://dx.doi.org/10.1126/science.1206843
https://dx.doi.org/10.1126/science.1206843
https://dx.doi.org/10.1016/j.copbio.2016.03.005
https://dx.doi.org/10.1016/j.copbio.2016.03.005
https://dx.doi.org/10.1021/acssynbio.7b00219
https://dx.doi.org/10.1021/acssynbio.7b00219
https://dx.doi.org/10.1038/s41467-018-05864-4
https://dx.doi.org/10.1038/s41467-018-05864-4
https://dx.doi.org/10.1038/s41467-018-05864-4
https://dx.doi.org/10.1021/sb500286r
https://dx.doi.org/10.1021/sb500286r
https://dx.doi.org/10.1111/j.1462-2920.2008.01722.x
https://dx.doi.org/10.1111/j.1462-2920.2008.01722.x
https://dx.doi.org/10.1039/C5LC00616C
https://dx.doi.org/10.1039/C5LC00616C
https://dx.doi.org/10.1002/bit.26254
https://dx.doi.org/10.1002/bit.26254
https://dx.doi.org/10.1002/bit.26254
https://dx.doi.org/10.1021/acssynbio.8b00063
https://dx.doi.org/10.1021/acssynbio.8b00063
https://dx.doi.org/10.1016/S1001-0742(13)60407-6
https://dx.doi.org/10.1016/S1001-0742(13)60407-6
https://dx.doi.org/10.1099/00221287-147-12-3249
https://dx.doi.org/10.1099/00221287-147-12-3249
https://dx.doi.org/10.1099/00221287-147-12-3249
https://dx.doi.org/10.1126/science.aaa3794
https://dx.doi.org/10.1126/science.aaa3794
pubs.acs.org/synthbio?ref=pdf
https://dx.doi.org/10.1021/acssynbio.0c00491?ref=pdf


(24) Kylilis, N., Tuza, Z. A., Stan, G.-B., and Polizzi, K. M. (2018)
Tools for engineering coordinated system behaviour in synthetic
microbial consortia. Nat. Commun. 9, 2677.
(25) Holowko, M. B., Wang, H., Jayaraman, P., and Poh, C. L. (2016)
Biosensing Vibrio cholerae with genetically engineered Escherichia coli.
ACS Synth. Biol. 5, 1275−1283.
(26) Jayaraman, P., Holowko, M. B., Yeoh, J. W., Lim, S., and Poh, C.
L. (2017) Repurposing a two-component system-based biosensor for
the killing of Vibrio cholerae. ACS Synth. Biol. 6, 1403−1415.
(27) McClean, K. H., Winson, M. K., Fish, L., Taylor, A., Chhabra, S.
R., Camara, M., Daykin, M., Lamb, J. H., Swift, S., and Bycroft, B. W.
(1997) Quorum sensing and Chromobacterium violaceum: exploitation
of violacein production and inhibition for the detection of N-
acylhomoserine lactones. Microbiology 143, 3703−3711.
(28) Shong, J., Huang, Y.-M., Bystroff, C., and Collins, C. H. (2013)
Directed evolution of the quorum-sensing regulator EsaR for increased
signal sensitivity. ACS Chem. Biol. 8, 789−795.
(29) La Rosa, S. L., Solheim, M., Diep, D. B., Nes, I. F., and Brede, D.
A. (2015) Bioluminescence based biosensors for quantitative detection
of enterococcal peptide-pheromone activity reveal inter-strain tele-
sensing in vivo during polymicrobial systemic infection. Sci. Rep. 5,
8339.
(30) Struss, A., Pasini, P., Ensor, C. M., Raut, N., and Daunert, S.
(2010) Paper strip whole cell biosensors: a portable test for the
semiquantitative detection of bacterial quorum signaling molecules.
Anal. Chem. 82, 4457−4463.
(31) Middleton, B., Rodgers, H. C., Caḿara, M., Knox, A. J., Williams,
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